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Reproducibility evaluation of soybean oligopeptides

based on peptidomic analyses
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Abstract: Objective: This study aimed to analyze the peptide
composition and evaluate the reproducibility of the soybean
oligopeptides. Methods: High performance liquid chromatography
tandem high resolution mass spectrometry was employed for
peptidomic analysis of the soybean oligopeptides prepared at the
same condition at different batches. Generality and individuality
of the samples were also discussed based on the heat map analysis
and principal component analysis (PCA). Results: About 1 000
peptides were identified from each of the materials and most of
them were short peptides. From the set analysis, 101 peptides
were found of detectability from all samples, but there were also
many peptides that could be only detected from part of the
samples. Moreover, differences between the fifth sample and

other samples were evidently observed from the principal
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component analysis. Conclusion: Though prepared at the same
conditions, commonalities and differences coexisted across the
samples from different batches. In practical production of
oligopeptides, efforts should be made to narrow the differences
and increase the commonalities, so that the reproducibility of the
products can be improved.
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Figure 1 Heat maps for soybean oligopeptides from

different batches
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Figure 2 Performance evaluation of the peptidomic analyses
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Figure 4 Venn diagrams of peptides from samples of different batches
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Figure 5 PCA analysis of samples from different batches
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Table 1 Top ten abundant peptidespresented across
the samples of different batches

- Kl o EL A B T%EE’E'HL AH S 2 1K

it (m/2) 8] /min ditk/ %
1 FR 322.187 4 4.67 10.61+0.82
2 SGDAL 462.219 4 11.56 5.70+0.53
3 TF 267.134 0 10.27 5.00+0.94
4 LY 295.165 2 11.12 4.8340.91
5 EDGL 433.192 9 6.60 4,6140.34
6 VVPQ 442.266 0 6.60 4.03+0.30
7 SEGGLIE 704.346 1 15.97 3.31+0.26
8 VVN 331.197 6 2.63 2.77+0.20
9 EFE 424,171 4 11.05 2.64+0.21
10 FQPE 520.240 2 14.33 1.9740.13
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