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Advances in research on the rapid detection of probiotics
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Abstract: The rapid detection methods of traditional probiotics,
the next-generation probiotics based on immunological detection
technology and molecular biology detection technology was re-
viewed, and the rapid detection technology development was
prospected.
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Flowchart of modified double antibody sandwich-ELISA
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Figure 2 Scheme of preparation of Lactobacillus brevis immunosensor
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Schematic illustration of the concept to perform the FISH assay in non-widened pillar-based microchannels
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