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Research progress of flavor bacteria in soy sauce fermentation
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Abstract: The flavor materials of soy sauce are formed by the me-
tabolism of microorganism. Reviewed the flavor bacteria, flavor
substances of soy sauce and relative research method. Further-
more, the research direction and development of flavor bacteria in
soy sauce has also been analyzed, which provided a strong assur-
ance for the production of high quality soy sauce with safety,
health and rich mellow flavor.
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Table 1  Effect of flavor bacteria in soy sauce fermentation
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