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Screening and identification of strains for tetramethyl pyrazine producing

from Daqu for light fragrant Chinese-liquor making
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Abstracts: Total 15 strains of Bacillus were isolated from Daqu for
light fragrant Chinese liquor brewing. Their micro-morphology and
clone characterize were observed. Three strains with higher TTMP
yield were selected by gas chromatorgraphy, and identified as two
Bacillus subtilis and one Bacillus flexus, and numbered as B76, B83
and B64, respectively, by molecular method. It broadens the strains
for TTMP producing. laid a foundation for TTMP practical applica-
tion in the future.
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