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Research on degenerate primers for detection of Staphylococcus

aureus enterotoxin A, B gene
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Abstract: The degenerate primers were designed to establish a PCR
assay for synchronous and fast detection of staphylococcal enterotox-
in A and B. According to the sequences of SEA and SEB gene, prim-
ers were designed and used for PCR. The lengths of the amplified
primers were 105 bp and 135 bp. To evaluate the specificity of PCR
assay, 2 strains of SEA, SEB and 4 strains of non-SEA-B were tested
by PCR. SEB was 10-fold serially diluted and amplified by PCR to
verify its sensitivity. The results showed that the detection of Staph-
ylococcus aureus enterotoxin A, B strain DNA results were positive
and 4 strains of control strains tested negative. The specificity of
PCR products was confirmed by DNA sequencing. In addition, the
minimum detection limit of DNA was 3. 58 ng of SEB and the whole
process was less than 20 h. A rapid, specific and sensitive detection
method was established and the method can simultaneous detect
Staphylococcal enterotoxins A, B in the same reaction condition.
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Figure 1

Score=244 bits (132), Expect=2e-69
Identities=134/135 (99%), Gaps=0/135 (0%)
Strand=plus/plus

Query 1
Shject 336
Query 61

Blast comparison results of SEA

TGATAAATACAAAGATAAATACGTAGATGTGTTTGGAGCTAATTATTATTATCAATGTTA 60

LELLE LT
TGATAAATACAAAGATAAATACGTAGATGTGTTTGGAGCTAATTACTATTATCAATGTTA 395

TTTTTCTaaaaaaa CGAATGATATTAATTCACATCAAACTGACAAACGAAAAACTTGTAT 120

Shijct 396

Query 121 GTATGGTGGTGTAAC 135

Shjct 456 GTATGGTGGTGTAAC 470

TTTTTCTAAAAAAACGAATGATATTAATTCACATCAAACTGACAAACGAAAAACTTGTAT 455
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Figure 2 Blast comparison results of SEB
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