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bacteria from traditional pickles
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Abstract: A total of 8 strains of bacteria were isolated from 6
pickle samples in Northeast, Shandong, Guizhou, Sichuan and
other places. Using simulated gastric acid experiments, morpho-
logical observations, physiological and biochemical experiments,
lactic acid bacteria qualitative experiments, two strains of lactic
acid bacteria with high survival rate under pH 2.5 conditions were
obtained by simulation experiment. After 16S rDNA sequencing,
it was determined that the two acid-resistant lactic acid bacteria
were Lactobacillus brevis isolated from Shandong sugar garlic
pickles numbered Shandong SRB and Lactobacillus casei isolated
from Northeast sauerkrautnumbered Northeast HS.
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Figure 1 Morphological characteristics of colonies isolated from microorganisms
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Figure 2 Morphology of 8 strains of microorganisms
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Table 2 Physiological and biochemical test results of 8 strains of bacteria
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Table 3 Qualitative experiment of lactic acid bacteria Table 4 Acid resistance test of lactic acid bacteria
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Figure 3 Electrophoresis of PCR products
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100 [MT464022.1 Lactobacillus brevis strain 6964
58 MF966526.1 Lactobacillus brevis strain PS 7313
1 - MT597691.1 Lactobacillus paracasei strain 1864
MW063500.1 Lacticaseibacillus paracasei strain RHD4
JX317077.1 Lactobacillus brevis strain LSe
MT515875.1 Lactobacillus paracasei strain 6447
1007 ® CP021674.1 HS
MT512165.1 Lactobacillus brevis strain 3379
61 MT604645.1 Lactobacillus brevis strain 2096
100| MT604606.1 Lactobacillus paracasei strain 2013
0.1 100/ @ MF629001.1 SRB
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Figure 4 Phylogenetic tree of gene sequences of

the two strains
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