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Bacterial composition analysis of frozen mussels

based on high-throughput sequencing
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Abstract: After opening the shell with steam., the

microorganisms on the surface of fresh mussel meat (FS), frozen

mussel meat at —18 C for 1 week (FS-1), frozen mussel meat
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for 3 weeks (FS-3) and frozen mussel meat for 9 weeks (FS-9)
were extracted with DNA extraction kit and then analyzed by
high-throughput sequencing. The effective sequences in all
samples ranged from 31 896 to 42 812, and the operational taxo-
nomic unit (OTU) ranged from 289 to 681. Among them, the
OTU of FS-9 was the lowest, and the OTU of FS was the high-
est. Diversity index analysis showed that the lowest microflora
richness was found in FS-3. At the genus level, the predominant
flora of each sample contains Vibrio spp. With the extension of
frozen storage time, the proportion of Staphylococcus was gradu-
ally decreased. The Shewanella was newly added and relatively a-
bundant after frozen for 9 weeks. In addition. Acinetobacter was
only found in samples of FS and FS-9.
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Table 1 Sample information statistics
4 ARUTH CFHRKE RAME RAKE OTU %k
FS 31 896 441.83 263 473 681
FS-1 42 812 442.89 332 507 623
FS-3 42 417 453.62 431 507 504
FS-9 35 589 452.97 269 502 289
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Figure 2 Rarefaction curve
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Figure 3 Shannon-Wiener curve
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Table 2 Diversity index
i Ace Chaol  Coverage Shannon Simpson
FS 559 561 0.998 3 4.40 0.037 4
FS-1 563 570 0.999 5 4.44 0.033 6
FS-3 57 49 0.999 7 1.63 0.310 2
FS-9 251 150 0.999 2 1.85 0.244 1
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