146

FOOD& MACHINERY

DOI:10.13652/j.issn.1003-5788.2020.04.027

FI6HBFE I BE 2228 | 202054 A | RAHSHM

5 % B 5 0 B2 5 R 55 B 4 4 4 B 0
B 8 T B B

Changes in microbiota community structure and antioxidant activity of

polyphenols from litchi pericarp during degradation with human

fecal microbiota in vitro
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Abstract: To reveal the changes in microbiota community struc-
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ture and antioxidant activity of polyphenols from litchi pericarp
during culture with human fecal microbiota, litchi pericarp poly-

phenols were added into the mixed medium of intestinal
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microbiota solution prepared from fresh feces of healthy
volunteers for the anaerobic culture in vitro. The total phenol
content and antioxidant activities were measured at 0, 4, 8, 12,
24 and 48 h. The change of intestinal microbiota was analyzed by
high-throughput sequencing. The results showed that the total
phenol content significantly decreased within 0~48 h and the an-
tioxidant activity was also reduced but did not attain significant
level. The value of total phenol content, FRAP and ABTS of 48 h
was decreased to 79.06 % (P<C0.05), 92.19% and 93.58%, re-
spectively to that of 0 h. The abundance of families, genera and
species presented an increasing trend from 0 to 48 h. Among
them, the relative abundance of Fusobacterium and Desul fo-
vibrio , as dominant bacteria increased to 13.58 and 10.95 times of
that of 0 h, respectively. The relative abundance of Bacteroides
and Peptostreptococcus decreased to 57.16% and 20.87% ., re-
spectively to that of 0 h. Enterococcus and Phascolarctobacterium
showed a synergistic relationship, while Desulfovibrio and
Bi fidobacterium competed with each other. Our results showed
that litchi pericarp polyphenols could change the structure of in-
testinal microbiota, which might play an important role in the bi-
ological activity of litchi pericarp polyphenols.

Keywords: litchi pericarp; polyphenols; anaerobic culture; intes-

tinal microbiota; high-throughput sequencing
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Figure 1 Degradation curve of litchi pericarp polyphenols

by intestinal microflora
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Figure 2 Changes of FRAP antioxidant activity of LPP before

and after incubation with intestinal microbiota
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Figure 3 Changes of ABTS™ + antioxidant activity of LPP

before and after incubation with intestinal microbiota
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Figure 4 The main groups at each classification level
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Figure 5 The changes of microorganism group number

in different incubation time
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Figure 6 Relative abundance changes of the main genus
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Figure 7 Relative abundance changes of the major variant genus
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Figure 8 The relationship between dominant genus
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