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Isolation, purification and identification of microorganisms in

moldy cigarettes products
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Abstract . Five strains were isolated and purified from moldy ciga-
rettes, and were identified by fungal morphology and microscopy.
It was found that there were 2 strains of Aspergillus, 1 strain of
Penicillium , 1 strain of Alternaria, and 1 strain of Cladospori-
um. Through the 18S rDNA-ITS sequence analysis and the con-
struction of phylogenetic tree, the mildew microorganism of ciga-
rettes were identified as five species., such as Aspergillus
sydowii » Aspergillus flavus ., Cladosporiumtenuissimum , Peni-
cilliumdigitatum and Alternaria. It was concluded that Asper-
gillus flavus was the main strain causing mildew in cigarette
products by the mildew experiment.
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Figure 1 Morphological characteristicsof moldy Figure 2 Microscopic characteristics of moldy
microbial colonies microorganisms
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Table 1 Morphological and microscopic description of moldy microbial colonies
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Figure 3 Results of agarose gel electrophoresis
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Table 2 18S rDNA-ITS Sequence analysis of moldy
microorganisms in cigarettes
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Figure 4 Phylogenetic tree of the strains isolated from-
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moldycigarettes based on the

ITS sequence
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Table 3 Evaluation of moldy degree caused by

moldy microorganisms
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