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Abstract; This review clarified the microbial origin and properties of
thermophilic e-amylase, and analyzed eight factors affecting their
thermostability. The strategies to improve the thermostability of
thermophilic e-amylase were proposed, which provided a reference
for improving the thermostability technology of thermophilic a-amyl-
ase.
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Table 1 Microbial origins and properties of thermophilic
a-Amylase

kR W ERE/C Bk
Aspergillus penicillioides 80 [5]
Bacilluslaterosporus 60 [6]
Bacillus licheniformis 100 [7~8]
Bacillusmegaterium 93 [9]
Bacillus methylotrophicus 70 [10]
Bacillus subtilis 70 [11]
Geobacillus sp. 60~70 [12~13]
Geobacillus thermoleovorans 80 [14]
Laceyella sacchari 70 [15]
Pyrococcus sp. 95 [16]
Rhodothermus marinus 61 [17]
Scytalidium thermophilum 60 [18]
Thermococcus sp. 85 [19]
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