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Abstract; In order to realize the stable quality and large-scale produc-
tion of Guizhou Sansui characteristic bacteriallobster sauce.Pure cul-
tivar and mixed bacillus fermentation was carried out to strengthen
the dominantstrainsbased on the preservation of the original flavors.
Thirteen strains were isolated and screened from traditional
production techniques and inoculated into soybeans. Preliminary
screen and rescreen by using sensory evaluation and determination of
protease activity as indicators, five strains of dominant strains were
selected for physiological and biochemical experiments. Finally, three
strains of B, F and J were selected for 16Sr DNA sequencing ,and es-
tablishingphylogenetic trees. The results showed that strains of B, F
and ] belong to the subspecies of Bacillus, which are the dominant
strains of the characteristic bacteria-type lobster saucein Guizhou
Sansui. They can lay the foundation for the preparation of the com-
pound inoculants for lobster sauce fermentation.
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FREEARTIES R . EAK 10 e FRER 3 g.
FAbH 5 g 35E 15 g, MK 1 000 mL,pH 7.0~7.4;

i T R R O B R B 3R 3 R G IR 15 g KRG KRR A
ALY 5 g & ALB 5 e BilE 15 g. INZEM K 1 000 mL,
pH 7.1~7.5,
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Figure 1 Tyrosine standard curve

WAL A IR AT A BRI IS . S JROR B 2R F00RF 1, A AR
A 230 S A I R A L TREME L LMD 77 R 7 R I TR
IR 3 A S R B R G L VP ORI T R
A R BRI KRR R
IR VA A5 I3 N TE 326,5%,7%,10%,15 % 1) NaCl % &
ST LA R AE 5.15,25,35,45,50,55,60 °C i BB B T W4
VRN A AR A 00 o B 8 5 g T o R o 5 RSk [ 14~
16].

1.3.5 AT EYREENELREKE R

(1) $RICHE [N . 452 BE A= T SK8255Ezup 1 2 40 T 4L DY 4
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50 ng/pl) 0.5 pl, 10 X Buffer (with Mg®* ) 2.5 uL, dNTP
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Table 1 The colony and cell morphology of feature in bacteria fermented lobster sauce
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Table 2 Sensory evaluation standard for primary screening of lobster sauce
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Figure 2 Gram staining results of Bacillus B,C,F and ]
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Figure 3 Protease-producing activity of screened

bacterial strain
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Table 3 Physiological and biochemical characteristics of
strains A,B,C,F and ]
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Figure 4 PCR products electrophoretogram
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97 Bacillus amyloliquefaciens JF414757.1
Bacillus licheniformis HQ336644.1

90

——————————— Bacillus pumilus LN867304.1
Bacillus thuringiensis KJ756338.1

\—[— Bacillus marisflavi KJ534521.1

98l Bacillus oleronius KF527221.1
—
0.005

B 5 4R 165t DNA 7055 B @M/ M5 4 56 7
Figure 5 Phylogenetic tree for B strain based on their
16Sr DNA sequences

71— Bacillus licheniformis IN366751.1
SiEBacillux paralicheniformis KY828474.1
96 Bacillus aerius KC443077.1

Bacillus sonorensis KP165033.1

Bacillus amyloliquefaciens GU323370.1
100 ||Bacillus subtilis AY881635.1
73

Bacillus pumilus KY127391.1

100| | Bacillus pumilus KT907047.1

68 | Bacillus safensis KX527748.1
Bacillus vietnamensis KJ801621.1

73

—
0.005

B 6 AR 165t DNA 705 F i bhit 4740 5k % 6 4 7
Figure 6 Phylogenetic tree for F strainbased on their
16Sr DNA sequences
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Figure 7 Phylogenetic tree for ] strain based on their
16Sr DNA sequences
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