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Abstract: Fungus and their harmful substances become one of the
most serious contamination in food. This article mainly summarizes
the researches on the fungus contamination profile and fungus rapid
detection techniques in dairy and dairy products in recent years. Com-
paring the application of traditional detection methods and rapid de-
tection techniques in dairy products, it will improve the rapid detec-
tion techniques system and develop new detection system to better
monitor the dairy products quality and promote the sustainable and
healthy development of the dairy industry.
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