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Isolation and identification of dominant spoilage bacteria from fresh-cut

lotus root with cold storage
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Abstract: Growth and reproduction of specific spoilage bacteria con-
tribute significantly to the spoilage of fresh-cut fruits and vegetables.
In this paper, the change regulation of total colony count of fresh-cut
lotus root during cold storage period was firstly analyzed, then the
spoilage bacteria were separated by dilution-plate method, and the
dominant spoilage bacteria were identified using 16S ribosomal DNA
based bacterial identification system. The results showed that when
the fresh-cut lotus root was preserved at 4 °C for 8 days, and its total
colony count increased to 4. 17 X10° CFU/g, which the early micro-
bial spoilage was thought to be developed. Based on the homology

analysis of 16S rDNA sequences, four dominant spoilage bacteria
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were eventually identified as Acinetobacter calcoaceticus, Klebsiella
sp. » Raoultella ornithinolytica and Enterobacter cloacae.
Keywords: {resh-cut lotus root; cold storage; dominant spoilage bac-

teria; 16S rDNA; identification
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Figure 1 Change in the total colony count of fresh-cut lotus

roots during cold storage period
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Figure 2 Colony and cell characteristics of four dominant

spoilage bacteria
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based on their 16S rRNA sequences
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