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Abstract; The specific LAMP primers of genetically modified maize
NK603 were designed on the basis of the published sequence (Gen-
Bank accession number AX342369). Established the specific loop-
mediated isothermal amplification (LAMP) method for the detection
of the transgenic maize line NK603 strains. The specificity and sensi-
tivity of this method were evaluated. The results showed that LAMP
could detect the transgenic maize NK603 from several GM events
specifically and effectively with LOD of 0. 1%. Since this method is
rapid, simple, it could be applied in GMO detection.
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Table 1 Sequences of primers
EiE7 JPH(57—>3")
NK603-F3 GACCAGGTAATCTTACCTTTGT
NK603-B3 TGAAACCGCTTTCAAGAGAA
NK603-FIP GGCCGCGTTAACAAGCTTAC-TTTTTGGAC-
(F1C+F2) TATCCCGACTCTCT

NK603-BIP CTTGGTACCACGCGACACA-TTTTCTGT-

(B1C+B2) TATGGTTCGAGAAGAGAT
NK603-LF TCGAGGTCATTCATATGCTTGA
NK603-1.B AGTGTTTGAGTGGATCCTGTT

GACCAGGTAATCTTACCTTTGTTTTATTTTGGACTATCCCGACTCTCTT
F3 F2
CTCAAGCATATGAATGACCTCGAGTAAGCTTGTTAACGCGGCCGCCC
LF F1
TAGGGATATCAAGCTTGGTACCACGCGACACACTTCCACTCTAGTGTT
Bl

TGAGTGGATCCTGTTATCTCTTCTCGAACCATAACAGACTAGTATTATT
LB B2
TGATCATTGAATCGTTTATTTCTCTTGAAAGCGGTTTCA

B3
B 1 AFi kit ed3Rsy NK603 53] R 5 His F

Figure 1

Partial sequences of NK603 for the primer design

and location of primers
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Figure 2 LAMP amplification result of the first

set of primers
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Figure 3 LAMP specific amplification pattern of

transgenic maize
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Figure 4 Results of sensitivity test of LAMP method
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Figure 5 Results of sensitivity test of PCR
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Table 2 Power dissipation under different treatment duration

AEREEK S R AR/ HAGS ke, RERFIHSR/
h (kW - h=—1) (kW - h—1) %
2 4.21 0.75 84. 87
4 8.43 1.42 85.58
6 12. 66 2.11 85.71
8 16. 89 2.79 85. 82
10 21.12 3.49 85. 81
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